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= (54) Title: ANTIBODY AGAINST LESION TISSUE 

(54) 56wo>*«i: msk&m\z*i? Sfitf* 

(57) Abstract: It is intended to provide a method of isolating a polynucleotide encoding an antibody against a lesion which involves 

the following steps: (a) the step of isolating B cells infiltrating into the target lesion; and (b) the step of obtaining a polynucleotide 
J£J encoding an antibody from the thus isolated B cells. As examples of the lesion, cancer tissues and so on can be cited. Thus, an 

antibody gene can be obtained without resort to cloning B cells. As a result, it also becomes possible to obtain a gene encoding a 
^ human-origin antibody wherein cloning can be hardly effected. By using a cancer tissue as the lesion, a gene of an antibody against 

cancer can be obtained. 
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mm. 

mmm^n^V^m^mm^&K^^flX^^iX^iyiiurliamnn et al. 

(1985) Int J Cancer 35:753; Xffli 2 /Whiteside et al. (1986) Cancer Immun 
ol Immunother 23:169; ;£Sfc3/Wolf et al. (1986) Otolaryngol Head Neck Su 
rg 95:142; ;£jiU/Husby et al (1976) J Clin Invest 57 : 1471 ; ■ $M 5 /Vose 

et al. (1979) Int J Cancer 24:579) 0 H»»43 J;t5B5*«J*9*-^tt. mBM 

teas** 5 y >/^<Dmm&mzMi~zfe±<Dft&^<DM^&^i&^x^z (xm 

5 /Rosenberg et al. (1988) New Engl J Med 319:1676; Xfflt6/Van Pel et a 
1. (1995) Immunol Reviews 145:229; Zfclfe 7/Kreider et al. (1984) Cancer M 
etastasis Rev 3:53) 0 

BBfc *®.1T=- -7^2* — *Biia"T? h 5 Cfcgfc 8 /Nobholz and MacDonald (1983) Ann 
u Rev Immunol 1:273)„ £fc N Bmtife(DMcmfrimnX°1bZ> 79X^1tm<om&fr 

*ll£;IXTV^(:£i&9/Roitt et al. (1969) Lancet 2: 367; Xffiil O/Borso 
s (1971) Progress in Immunology: p841. New York, Academic Press; Xfflil 1 
/Kodera and Bean (1975) Int J Cancer 16: 579) 0 

mfrmz&&-fZ>~kjt,%7jk£tix^Z>(XWll 2 /Punt et al. (1994) Cancer Im 
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munol Imnunother 38:225; Xtfcl 3 /Zhang et al. (1995) Cancer Res 55:358 

flS^^n-^^^ofcfe^&t LT, Epstein-Barr ? W (EBV) iz. <fc § hB 

-C^S?S^«^^>(gV^(^l 4 /Henderson et al (1977) Virology 76:152; 
5/Aman et al (1984) J Exp Med 159: 208) 0 

#^6«j^B^jBa^^^ bfc^^n -^m%n ^ u ^^^^mbi-s # 

^0^O^b^-^*O^^e>/ c ^V^(5:ml 6 /Winter and Milstein (1991) Natur 
e 349:293) 0 ^<D£?\Z^ h &m<Dtji{tm£MB&&&i{k-rz C 
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irltib (DffiM iDN Agf, IrtefrlbttfcmteTn? v—~>?bm$k5Jvm^ 
&W<DmM&*m±£tl^^hZ>(Xmil 7 /Marks et al. (1991) J Mol Biol 2 
22:581; ;St$fcl 8/Larrick et al. (1992) Immunol Reviews 130: 69) 0 #C#3l>fe 
■T-^RT^^a-K-t-Sat^^^ia— ^mrttJ:!), Fv, scFv. Fab, 
IgG, £> 5 V^ilgMft E<DWfcW&FS'*:'fei&1r S w £ 5 C£$t 1 9 /Skerra e 

t al. (1988) Science 240:293; Xffll 2 0 /Bird et al. (1988) Science 242:42 
3; ;fcife2 1 /Better et al. (1988) Science 240: 1041) e V>J^^#: 
#^T*fc5scFvf3:, m^RT^Wc, ^RT^^y ^#-^^Lfc«3£&*# 

5 e U^b^JfiL^#^-t-5B»^jm^^mPUTVNSB^«, iMUfttftft: 

(3^y^o— ^-/V) t?fe^,(^tm2 2/Kotlan et al. (1999) 
Immunol Lett 65:143; X%k2 3 /Hansen et al. (2001) Pro Natl Acad Sci US 
A 98:12659) 0 Ifc^ot, Z<D £ 5 ^^a^^fetfr*^^^ a-^^U 

MkirZ> 0 

tc t ^mmm^mm v±Bmm-t>m£.-r z>m,{t(Dj&.n&mm t -r zmm t^x 
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crodissectionJLMD) ^^AtPpWSh^ IEl£rtJJIR&;h/rv>5. JNBJ&fc^x. 
5? * w*-^ K## t,tiZ £ £ Sr99 fe^c Lt*»W«r^ bfc„ 

(b) ¥stb/cB^j8a*>^ x ^^r^-K-rs^y^^ ix^k^#-t^ 
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C4] (b> F-rztfvx? u*?>}f&TBmir&jm» s ffift-zimm. 

[73 [53 \zmm.(D7$})y,? v-^K^tf^^^— „ 

[8 3 [53 ^IB^^y^^V^K, ^fcte (73 KHE^3§3l^*-& 

(103 (93 ^fe^^^i^^it^ttfc^o 

ci i] [5] {-lem^^y^^w^K^ioT^-K^tts^o 

(i) 03 kub^^^ ioT§?) titz.%ii£&mmmttzw& & ^ 

(3) gufB^m^^^i--5^^5i^-rsxs 
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(b) ¥HLfcB£fflJ&/^ KtS^U^^ W Klr#5Ig 

mmmmm, ±mmmm, mmmmm, h^m±Bmmm^t^^^.t^ 

tutffiM&mm'fzzbhX'ZZo 
*mmfc&\,^x, mmfcmMvx\,^Bmm*w-M^z*mteiZ:mxhz> 0 b 

So fct^.^> it^Mi^J^^fe Laser Microdissection (LMD)^tA^oT, 
MliTt-ny xm@L$> X® *) 5t«|R*Sr»3£t-S £ fc J; 
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j&MmtvxmmxizzzkizmBvti. ^utii^ ^<DXommmm(o^ 

frbffii£M&f®fa&JfmisX?Tz~~i/yy~xkVXWmi-&Z.klz3:V) , 



WO 2004/048571 



PCT/JP2003/014919 



- 9 - 

000, 51^1~50, #£U<te:2 0£AT> £ 9 0 £ L < J* 5 £TK 



WO 2004/048571 



-10- 



PCT/JP2003/014919 



sma celllj&mm) tWltitlZo Z?? $ffl>2 0 0 Ott<DIgG&m 

# s 0 t ^.«r i o fesv^3o £4_h % 0* u < « 5 o skJuD&ctm&m 
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5o ffifcAtett?cmK£^xmmirZfr&<D?7j^~fii&toxhZ 0 tctx. 
ft. H:SC(J. Mol. Biol. (1991) 222, 581-597) ^Web^-T h (http: //www. mrc-cpe. 
cam. ac. uk/vbase-ok. php?menu=901) <DfflmZL&<$^X. t h^frjft^F-if ifrlJB© 

7°7-r -^-Sry^-r yfs^tm^ ^atfe©^?^— w\ <rA/^^ 

mmkmm<Dm&&&t>>t*ti:z>'( yvzfy ^&m&f$rtz zt&x% 5„ s 
( i ) *»w©*»ic j: o t# e> fri&m*imm \zm& £ 5 m 
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v-^^i^^-f >-Fv(scFv) ir-TS £ k 5 0 scFv^=- Y-tzm&fr&z? r 
^-fcjf A-T*t« % scPvSr*Mfc^i-5 7 7 - v 5 £r#5 r s o 
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(complementarity determination region;CDR) ^r^tfe, 3L{£#f*L<f3\ ^fc^SE 
^i-S^SrB^^-t-S r. k&-?% 5 0 

rat^ra, KivfeftmmMm-bvm&izz^T, v^-th^7 (chi 

meric) ^#£-^5 £ § o 5 ta^mm<0 rT^H^S: 
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iWJSirLttt, (1) IftMUlUft. MfLtt. CHO, COS, ^ BHK(baby 

hamster kidney), HeLa, Vero, (2) MfLti, 77^y^^x;HP 

ttftUfc &5V>«:(3) fllfctf, sf9, sf21, Tn5fc^tf5*ne>*bTV^ 0 

«3&BJ®£: LTf3\ =-^*r 4T~f- Wcotiana) Ms -Mfcrfca^-f • 
J*(Nicotiana tabacum)fe$£<DUVk&$S\t>fhX$$V), itt4r^/^«H^h/Wf J:V\ 

S^n^-fc* . ^l/tfi/^CfeccAaroflir^ serevisiae), &Vm, Mx.lt, 
^fr^X (Aspergillus) Ms MZ-}tT X^X^sUX • =;*f~ (Aspergillus nige 

r)*^e>ii^5. JRtfsnuaisrM-rs^ &Mflj&&jBv^jg£2iasfc 
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T£V\ mx.lt, &ifcmRbl,X}^ FaK F(ab')2 N Fv\ £ L < teLfl 

<£>Fv£3gy$& y ^-^^^fc^^/l^-^ >-Fv(scFv) &mfbtlZ> 0 Mr 

t?3im£itr5(#|;ttf N Co, M. S. et al., J. Immunol., 1994, 152, 2968-2976., 
Better, M. & Horwitz, A. H. , Methods in Enzymology, 1989, 178, 476-496, 

Academic Press, Inc. N Plueckthun, A. & Skerra, A. , Methods in Enzymology, 
1989, 178, 476-496, Academic Press, Inc. „ Lamoyi, E. , Methods in Enzymo 

logy, 1989, 121, 663-669. „ Bird, R. E. et al. , TIBTECH, 1991, 9, 132-137. 

scFv^, fc<£<Dmm®bLmmmt&mffiirzz. t^xv^^^ ^<d sc f 

UTSl^£*l,5 (Huston, J. S. et al. , Proc. Natl. Acad. Sci. U.S. A, 1988, 
85, 5879-5883. ) 0 scFvfcliJott SHggVMHs ±«UKVffi«tt % *K*H#fc#fcfl:£ L 

— ^^T^KtfS/gv^tbS,, scFv$r=3-K1-SDNA« s tW3&#©H«£;fcr4H« 
V«««:3-Ki-5DNA, *5«ttKL^*fe«L^V^«r=i- Ki"SDNA© 5 
h<Dm^\(D 5 *>^^SCX«BffMOT $ y ^IH^iJ&a- K-T5DNAg&#&£^£ U 
^^iM^^^i-5^7-r-^--^^v^TPCR^£^^:J;9^ili!Iu #cv^, ££>fcX 
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5-i:^t5o ttifcmftmkVT, ^yxfi/y^yn- (PEG) ^<D#®5> 
*ftm\Z&VZjftm*-MWm&mmhispecific antibody) T'fcoT 

aB*c*>* 0 - mwm^m*2^m<o&c{£<Dm&&i&&£&Ttfm'fz> zthx% 

5 (Antibodies A Laboratory Manual. Ed Harlow, David Lane, Cold Spring 
Harbor Laboratory, 1988) 0 
1ffiW-<0^\M^^^ l &L (Antibodies A Laboratory Manual. Ed Harlow, David Lan 



WO 2004/048571 



PCT/JP2003/014919 



■17- 

e, Cold Spring Harbor Laboratory, 1988) <DMfe\Zfe£;%a<Dm&&tizF8'f~Z> Z. t 

elisa mm^^mmmnkmm . eia mmfam&m . 

CI k&V%Z> (iiH Sambrook et al., Molecular Cloning, Cold Spring Harb 
or Labolatories (1989) ^#M)o 0£*IBfl&£ >Tfi N mM^<OW^^Mi, 

±®&m^MS&k1rZ>m&, zf=7^^ K^*-£ UTpBR, P UC^^9^^ 
^Uffii-S^fc^-e^lac^ trp N tac, trc N A 7/' — i^PL^ fR^^^t^Zf^^e 

3k rrnBy ^/l^RNAS^OtO^V^r ir^-e^§ o 

fe^^<^^/^Jl©^#^r^i:-#-$^^ov>T«, pUBllom. pC194 

-££>f&, liC^M&^UTteS/'a— K^ytJRCffll&tf* Pseudomonas putida, P. 
cepacia^ pKT240^(^^^ ^ -) , ^l^tf/^^^y <7AJR (Fllx.^ Brevibacteri 
urn lactofermentum ; pAJ43^) , =1 P T V «7 Corynebacterium 

glutamicwm ; pCSll % pCB101#) N * h h =* y;fr*JS (pHV130U pGKl^h 
7 ^ h -*?7k* JR (pAM 0 1^9 N P K =» y # * Jl {Jthodococcus rhodochrous^ <fc 9 

K (J. Gen. Microbiol. 138: 1003 (1992))^) x ^hUZfh^ 



WO 2004/048571 



PCT/JP2003/014919 



-18- 

<{±X>M(fflZ-t£^ Streptomyces lividans, S. virginiae^ ; pIJ486 x pKC1064, p 

t^^7l (Salmonella typhimurium^) x ±9^Tm(Serratia marcescan 

Ilite^OMlfcttl^ Saccharomyces cerevisiae&fe^k U s YRp^ N 
YEp^. YCp3^ YIp^<£>:/7*^ K&^fc^aS&£>*vr^5 0 ADH. GAPDH. 

PHO, GAL, PGK N mm&Zfv*:— . *~ *-a$5pJJE^trT?£>3 0 ^ 

f&> ^^-f^n^^-fe^BC^J^^ Kluyveromyces lactis^;2nm^ pKDl^ N p 
GKim, KARSm^^^^^ K)> ^ty*P^t^I(ii(J s Schizosacch 
aromyces pombe*$ ; pAUR224^) x f- =* ^ y # ta ^ ir * Jg (#1 X. ^ Zygosaccharo 
myces rouxii^ ; PSB3, ;R.TX 51 cere KisuaeS 5f5PH05 ^n^e— ^) „ ^n^-^^ 

Hansenula polymorphaW) s t^Tjg (#"J;ik£> Pichia pastorisW)^ 
ft'y 1 ?^ yS(#0£j3 N Candida maltosa, Candida tropical is, Candida utilis, 
Candida albicans^), T ^^;V^;V^M(Mx.\t, Aspergillus oryzae, Asperg 
illus niger*$)^ RtfhV =*7*/^m(&l5-\t, Trichoderma reesei^)^^^^ 

£ 1~5 £ h a*"? t So < & ktbfc^ £ VXNicotina tabacum&&<Dm 

iua; t£a»eiWe/7^(D$B0^A-r5o -0^^^^= Nicotina taba 

cum) fc«££i2:5 i: , FfM©^ y K£r^=* c^^^S d £ Z> 0 

% ^ '=* (JBombyx mori) N jo {Aede aegypti, Aedes albopictus) % £i?a 5^ 
^(Drosophila melanogaster)^(Om.^M^m^k LT/BV>5 ^ £ t> Rrt6"Cfc5„ 
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£>3^ P KSr#5 1 § (Nature 315: 592-594 (1985)) 0 

8&«^J®&#££UT/BV>5*^fc:«\ #J;U£, pME18S (Med. Immunol. 20: 27- 
32 (1990) ), pEF-BOS (Nucleic Acids Res. 18: 5322 (1990) ) s pCDM8 (Nature 32 
9: 840-842 (1987), pRSVneo, pSV2-neo, pcDNAI/Amp (Invitrogen) , pcDNAI, pA 
MoERC3Sc, pCDM8 (Nature 329: 840 (1987)), pAGE107 (Cytotechnology 3: 133 (1 
990)), pREP4 (Invitrogen), pAGE103 (J. Biochem. 101: 1307 (1987)), pAMoA, pA 
S3-3, pCAGGS (Gene 108: 193-200 (1991)), pBK-CMV, pcDNA3. 1 (Invirtogen) , pZ 
eoSV (Stratagene) ^&$&$L<<? ? — k LX&tf £> *t5 0 

, SV40<D#Jg8:7 D a^— N RSV, mV&tflJMLV^OUhn^/v;* 
©LTR, **vx<?tt'(>'0-T??'>* #^E^1 X HSP^©«j^«S5fe<D3t^ 

S^^SMVV;*, Sx^tf^SMVW*, -fe^Wer^/^ SV40, HIV4gcDDNAK.tJ*R 

IMMPW&te* UTW\ ^fr* • $xp-, rftU&Cftl&Ff* SP2/0, NS0#), 7 
vy h • i?:r.n — ^$B|&(#J;tkf, YB2/0^), v>>7./^yy K—^ittttU Nmalwa 

«(KjM-i^ajBa^^^tf), t hm!Ji t gwmM(29zmmtg)s th&tomm&QML 
i-im). cRomm, cosmm, (cos-i, cos-7^), ^a^^— ^^^^(bhk^), 

•r ? * -t ^ h y ^Bfig (TM4^) , T 7 y # % K y f/mi» (VERO-76^) , HBT637 

HeLa&Bja, ^-^^WIi«(MDCK^), t hfPli»(HepG2^), -^^fL^ 
»(MMT060562^SS), TRI3TO, MR0j», FS3^#^fes„ 
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m (Proc. Natl. Acad. Sci. USA 69 : 2110 (1972)), zfu h^9^ h&K#|flBg63-248 
29-5§-<&$&), cni^r h/K-V — ^ 3 ^£fc(Gene 17: 107 (1982); Molecular&Genera 
1 Genetics 168: 111 (1979))^^^§ o m^(DmX^mt LTfci, 
l'—V a (Methods in Enzymology, 194: 182 (1990)), *7 ^n-J"? 7. Yfe 
(Proc. Natl. Acad. Sci. USA 81: 4889 (1984)), mWJ Afe(J. Bacteriol. 15 
3: 163 (1983))#tfSfc5 o Mg^fcioV ^^grobacteriumfcfe (Gene 23: 315 (1 
983); W089/05859^)^ m^fctmiZ. £ 6^fe(W091/00358)^^f,^TV>5 o 
©Wta^^^-^A-rS^i: ttftxv^ hj jf^-^ 3 >-( Cy totechnolo 
gy 3:133 (1990) ), !> ^^/^^ A&(#5B5p2-227075^#) , ]} 7$7 ^ V 
a >lSfe (Proc. Natl. Acad. Sci. USA 84: 7413 (1987); Virology 52: 456 (1973)), 

v^m-*>>v^vj*&mx, deae-t^* hy>m, w^^^m^m^tdrnk^u 

<DXhZ> 0 £fc, mW®.<D7'n*— &m^tc$&ms<?*— fcov^te, &s 

5^£r—f4 % IPTG^>«]}z:«toT^m^f|^$tb-5o fcSV^trp^u^—* — 

IA«^f±iJiai: LT/BV^»£>fcM:, igi&k bT«TNM-FH^^(Pharming 
en), Sf-900 II SFMig:l&(Life Technologies), ExCell400S.U J ExCell405(JRH Bio 
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sciencesK Grace's Insect Medium (Nature 195: 788 (1962))^£rffil>5 £ h & 

e Journal of American Medical Association 199: 519 (1967)). Eagle cOMEMi# 
itfe (Science 122: 501 (1952) ) N DMEMJgi& (Virology 8: 396 (1959)), 199i#ifi(Pr 
oceeding of the Society for the Biological Medicine 73: 1 (1950) h £fcte N 

r *t (D^massm^mm isi£mi&*tiim-fz> z.t&x% s e mm^mn<o^, 

W%-}*, pH6~8. 30-40*0, 5%CX) a #«ET*Cff 5^4:^T?ft5. i&gfc: 

sDs-^yr^y^T^ K^/nm, fi^tM®, mm, 

^Pvb^77^ % K^P^n^h^^7^-^#ff bttS (Strategies for 
Protein Purification and Chare terizat ion: A Laboratoy Course Manual, Dan 
iel R. Marshak et al. eds. , Cold Spring Harbor Laboratory Press (1996) ; An 
tibodies: A Laboratoy Course Manual, Harlow and David Lane eds., Cold Spr 
ing Harbor Laboratory Press (1988)) e Z.tlh<D? h???**- it, HPLC^ 
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^Sr^i"W*T**) So 2feW1jU 9 m LSu (before cut) „ Y) ffl (after 

cut)-e$>s 0 ^osgfcfcasvvce < &ttTv^&s#3MjO!> m^MM^^-ro 

^ LT^fc^ft»^&RT-PCR&^ J; Y) mm U - ©if ijfM?©— gB&Agilent21 
RT^^(V k 2-J k mix) ©it*I^(D«^»|^T^S 0 ^O^^ ^ JSAg 

(#) -c&So 

STA, NEQK, NHQK, NDEQ, QHRK, MILV, MILF, HY, FYW 

CSA, ATV, SAG, SINK, STPA, SGND, SNDEQK, 
NDEQHK, NEQHRK, FVLIM, HFY 
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mmzM bTClustalXK J; 5#I7 9 << * is V <Hto ItmSk&TFtWZib So 

m 5 « % amMa&fcj: 9 5 m^^x^mm^tcmm^m 9 w vfc.m*& 

X<ir^MX»hZ> 0 :£WiiO 9 WUfu (before cut), ^fiJ^^J 9 tti b# (after cut) 

m 6 9 9 m vit 5 ^^^7 x^»*rhf*B»^mu 

T^fc&ttft^&inHPCRifefc: J; 9 it® U £ (Dmmmm<D— g&£rAgilent2100£r 
a«PTSg«« (VH6/7-JHmix) % 

mm tsumm (v « i-j * mixh 

m rT^H^ (V k 2-J k mix) % 
6<K (V k 3-J K mix) % 

RrSKRK (V k 4/5-J k mix) „ & <}; Tf 
&K RT$ftftt (V k 6-J k mix) % 

&Z>o 9 m Vm (before cut) , UWLt (after cut) 5 0 ft 

m 8 fi, mgf&m**. 9 ^0 9 m vit 1 is^x^ x^j&^muwfdftft: 

jt^&RT-PCRSfcfcJ; 9 if 4®U ^^ifijiim^^— gP&Agilent2100&^fc«la 

*»mi9«wfbfc»*sr^t-H-T?fc5. m<p. mm&$k%M&. mmmmft 

M (#) -CfcSo 

0 9tt. ?*G@&gfflE*£ 9 l^©7 P 7X^|S^9ttlbfca^-^i-^X-e 
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&5o &ffl*S£J 9 (before cut), ^ W^J 9 tt} (af ter cut)-e&5 0 £ 

fe{l!J^!9ffiUM (before cut). ^ffijfiS^D 9 ffi (af ter cut)T*&5 0 
Mm *Smmi& (VH6/7-JHmix) , 

mm~*fmm$ (v K i-j K mix) „ 

Mm. -*S$mt$, (V k 2-J tc mix) , 

mm^mm (v « 3-j K mix) , 
mm^immm (v « 4/5-j K mix) x & x 

RT^USS (V k 6-J k mix) , 

*<d?7 ^f^Agiient2ioo^ j; ^mmm<Dm^M^-r 0 mm^^m, 

T?fe5o 411^ V) mist® (before cut), ^Wi^O 9 ft (af ter cu t)-efc£ 0 
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%7Fir^m-VfoZ> 0 &m&W Qmvm (before cut) x y£m&9J (after cu 

T V ^ fctftftgtfc^ £rRT-PCR2£ \Z J; J? igfg U - Oi|ii|0-| ^Agilent 2100 4r 
ffttfS&S^lfg (#) Tfc£ 0 

t h»6£&a (ftftftft) Srag^^t^lJl^^ OCT compound (Tissue-te 
k) %m^Tm£°7w?&imVtc 0 ^lO&^TmtMKlparaformaldehyde-l 
ysine-periodate^H^^TH^bfCo m^W^^n WmUttft 

#acetone^(E>@^££lV ^Tl^ U h/W i»ZfA^~ fc^dfiiflS^lfc) 
^Sk-fe&JSbfco ^rfe^Laser microdissection system (Leica AS-LMD) KIT 
?£SC$Ii&£ijO V) Hi U HWK^y^T— (QIAGEN RNeasy Mini Kit^#RLT^^) \Z 
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7 N H9, HIl L 1^1 3. *5itJ«®15) o V^jftOBfcas^TfcBflXfcfcSO 

immm 2 ] rnaum** £ xpcwk&m 

sy Mini Kit (QIA<m)&m^XM&&<Dmmzfe^h-#/VMiA&mMVt£ 0 

—*Sl>WiA(DmM&not£ 0 RNA^miJ5>35ML-r-<T^ilM^Sensiscript Revers 
e Transcriptase (QI^E® &m^Xm^<Dmmz^cQM&&f£l,tc 0 cDNA^ 
f&Rfo mo n — /VX^ 40ng <D 3r ]) dtdT? 9 << — (Promega) N 0. 8 ^ g<£> 9 
>?J*^ 3MJ-^~ (Invitrogen) fcafiaE^SJEfc^'f lC/BV\ 37^"^ 1 H$IWK 

[^J£#il 3 ] t h rT^^^cs ? n — = ^ ? 

^ h^mB^mm^^^—^^ir^FCRzfy^^—^xm. Moi. Bid. 

(1991) 222, 581-597&£tAfedical Research Council (MRC) £>WEB1M h "V BAS 
(http : / /www. mrc-cpe. cam. ac. uk/vbase-ok. php?menu=901) ^##1^x1^ -f V 
Lfc„ ^co^iH^lJ^^T (BJWf : 9 7 ~@B#l#-*§- : 1 5 0) lC^Lfc„ VH 

VHla 5' -CAGGT (GT) CAGCTGGTGCAGTCTGG-3' 
VHlb 5' -CAGGTCCAGCTTGTGCAGTCTGG-3' 
VHlc 5' - (GC) AGGTCCAGCTGGTACAGTCTGG-3' 
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VHld 5' -CA (AG) ATGCAGCTGGTGCAGTCTGG-3' 

VH2a 5' -CAGATCACCTTGAAGGAGTCTGGT-3' 

VH2b 5' -CAGGTCACCTTGA (AG) GGAGTCTGGT-3' 

VH3a 5' -GA (AG) GTGCAGCTGGTGGAGTCTGG-3' 

VH3b 5' -CAGGTGCAGCTGGTGGAGTCTGG-3' 

VH3c 5' -GAGGTGCAGCTGTTGGAGTCTGG-3' 

VH4a 5' -CAG (CG) TGCAGCTGCAGGAGTCGGGC-3' 

VH4b 5' -CAGGTGCAGCTACAGCAGTGGGGC-3' 

VH5a 5' -GA (AG) GTGCAGCTGGTGCAGTCTGGA-3' 

VH6a 5' -CAGGTACAGCTGCAGCAGTCAGGT-3' 

VH7a 5' -CAGGT (CG) CAGCTGGTGCAATCTGG-3' 

JH1245 5' -TGAGGAGACGGTGACCAGGGT (GT) CC-3' 

JH3 5' -TGAAGAGACGGTGACCATTGTCCC-3' 

JH6 5' -TGAGGAGACGGTGACCGTGGTCCC-3' 

VKla 5' - (AG) ACATCCAGATGACCCAGTCTCCA-3' 

VKlb 5' -G (AC) CATCCAGTTGACCCAGTCTCCA-3' 

VKlc 5' -GCCATCC (AG) GATGACCCAGTCTCCA-3' 

VKld 5' -GTCATCTGGATGACCCAGTCTCCA-3' 

VK2a 5' -GATATTGTGATGACCCAGACTCCA-3' 

VK2b 5' -GAT (AG) TTGTGATGACTCAGTCTCCA-3' 

VK3a 5' -GAAATTGTGTTGAC (AG) CAGTCTCCA-3' 

VK3b 5' -GAAATAGTGATGACGCAGTCTCCA-3' 

VK3c 5' -GAAATTGTAATGACACAGTCTCCA-3' 

VK4a 5' -GACATCGTGATGACCCAGTCTCCA-3' 

VK5a 5' -GAAACGACACTCACGCAGTCTCCA-3' 

VK6a 5' -GAAATTGTGCTGACTCAGTCTCCA-3' 
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VK6b 


5' -GATG TTftTftATftAPAPAftTPTPPA-<* > 

\Ji\ lull ulUil 1 unL/AL<Au 1 v 1 V/V/A D 


JK1 


5* -ACG TTTGATTTPPAPPTTfirtTPPP— 

nvAJi i lual 1 1V/W1VA/1 IVjVjIVAA/ O 


TK24 


— APGTTTftATPTPPA f rr^ rrmrTmn—Q j 

u auui i IVlAlV/lVA/A \V-*j/ Ol IVjVjIVA/V/ O 


JK3 


5' — ACGTTTGATATPPAPTTT^^TP/Y*--^ , 


JK5 


5 ' — ACGTTT A A TPTPP A (WrClTClTrm— ^ * 

u /ivaji i l/l/ll V/IVA/Aur IV/VjIVjI VA/Vv u 


VLla 


fi' -^AGTPTftTftPTftAPTPA PPP A fYY 1 — Q* 
wivj i o 1 vj l VjV/ l ViAV/ 1 WivjUUALrUo %> 


VLlb 


5' — CAGTPTGTG (CT} T(l A PCP A cxTnrcr—** 9 

*j i V/l vriur 1/1 U Ao VjOAVJV/VyVjVv O U ^> 


VL2 


fi* — P A GTPTftPPPm a ptp a ^ppt fm\ — q» 

O WIVJ 1 V/ 1 VJUV^V/ 1 UAO 1 UAVJV/V/ 1 \VAj/ «5 


VL3a 


C» — TfY^TATYl ^ AT^ ftPTfl A PTP A flPP A PPP— Q * 
v a 1/11 vj \A1 / Vjv/ 1 VjAV/ 1 UAIjvA/AvA/L/ o 


VL3b 


c* — TppTATGAftPiYiAPAPAftp frr} appp— q> 

w A V/V^ VlflVJV/ 1 VjAV^AV/AVjV/ \\f 1 / al/UU O 


VL3c 


5* — TPTTPTft A GPTG APTP A (Id A PPPT— Q * 
u ivi ivl VJ/iVJY/ 1 vJ/iV-f 1 V^AVjViAV/OL/ 1 o 


VL3d 


n' — TppTATGAfyrftATftPAriPPAPPP— 

v 1 V/ V/ 1/11 vxflVJV/ 1 ua 1 uv^nubl/AL/L/U O 


VL4a 


5' — CAGPPTGTGPTGaptpaatpatpp— 

U VyAUVyV 1 VJ 1 VJV/ 1 VX/IV/ 1 Vrfl/l 1 V/A 1 L/V/ O 


VL4b 


HlAGPTTfyrftPTftAPTPAATPfippp— 

vAuv 1 1 U 1 VJV/ 1 VjAV-p 1 UAA1 VajVA/V/ — o 


VI 4r 


O 1 UW/ 1 Vj 1 liO 1 VjALt i UAvjvAA/VA/Vj~o 


VL5a 


— P A ftPPTfVrnPTP a ctc a nrr* a (rr\ nr o 9 

^^«VJV/V/1Vj1Vjv/1VjAU1V^AvjVA/A \Vvly v/l o 




O VyAVjVTV/lUlVJV/lVjAUlVyAVJvAAJVjU 


VL6 


R* — AATTTTATriPTriAPTPA/lPPrPAP— 
w n/ii 1 1 1 AlVjv/lvxAvylv^AvjvAA/V/AU o 


VL7 


O WIVJ \AVjy V/l VjI VjVi 1 VjAO 1 UAVjviAvjvAvU o 


VL8 


— PAGAPT^T(^T^APPPA^l^A^v l r l A--Q , 

U V//1VJ/1V/ 1 VI 1 VJVJ 1 VWlVA/UAVJVjAVJVVyA O 


V1A.9 


5' -C (AT) GCCTGTGCTGACTCAGCCACCT-3' 


VL10 


5' -CAGGCAGGGCTGACTCAGCCACCC-3' 


JLl 


5' -ACCTAGGACGGTGACCTTGGTCCC-3' 


JL23 


5' -ACCTAGGACGGTCAGCTTGGTCCC-3' 



JL7 5' -ACCGAGGACGGTCAGCTGGGTGCC-3' 
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m+tttVetHDm&fr'V-'?'*'? h \Z.^r^y J T H&£* t Taq DM polymer 
ase Core Kit (QIAGEN) <Dfafr&t>1t'V?Cmm&fto 1t 0 ££ x k m&Mm-f S 

Lfc e 4mLO^McDNA^|>^^1xSJS^^ lxQ solution (QIAGEN) , 0.4m 
M dNTP > 0. 4^MOforward^oJ;tJ ? reverse-warcl7 ,, 7-<^— „ 2U Taq DNA^JM^ — 

PE9700f£-fe y h U401M ^^©l»KS*:«rff ofco iffflNf * >M3\ 9 4^10 



*1 





forward 


reverse 


VH1-JH MIX 


VHIa 


VHIb VH1c VHId 


JH1245 JH3 


JH6 




VH2-JH MIX 


VH2a 


VH2b 


JH1245 JH3 


JH6 




VH3/5-JH MIX 


VH3a 


VH3b VH3c VH3d 


JH1245 JH3 


JH6 




VH4-JH MIX 


VH4a 


VH4b 


JH1245 JH3 


JH6 




VH6/7-JH MIX 


VH6a 


VH7a 


JH1245 JH3 


JH6 




VK1-JK MIX 


VK1a 


VKIb VKIc VKId 


JK1 


JK24 


JK3 


JK5 


VK2-JK MIX 


VK2a 


VK2b 


JK1 


JK24 


JK3 


JK5 


VK3-JK MIX 


VK3a 


VK3b VK3c 


JK1 


JK24 


JK3 


JK5 


VK4/5-JK MIX 


VK4a 


VK5a | 


JK1 


JK24 


JK3 


JK5 


VK6-JK MIX 


VK6a 


VK6b 


JK1 


JK24 


JK3 


JK5 



SJ^^^^^j^^$r 7 ^^5/^DNA7500 /Agilent2100£r£IV , >T8?#f Lfc 0 ifffi 



ffiM&mi^vtz (®2 S m6, as. mi o, mi 2, hi 4, ^.tuqgi 

6) o i^mM^^s QIAGEN PCR Purification Kit?rffiV>T*tMbfc 0 TCRRJ^M 

®m&'j>ti:^w&\z.}^ 7*v~*nfmm&fty*\ ^m^^mmm^mm 
•rz&^mmm&mvmi,, nmm^tc 0 ^htiitmumn &pgem-t Easy (Prom. 
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tcmmw.m-tmmm^r 1 -m^m^ : 5 a (mm) , *5«tt^iB^j#-^ : 55- 
ib?ij#-^:8 4 mm k^t^ 0 m^^titcr^/mm^T^-f^^h 

mfe<Dimmm*$L n xmm ^mmmx^ % »smmm^ zk&^z tir^ 0 

— ^mtfifaMfc^ftl&fDtc&fDy la^lJ^Marks^O^a Mol. Biol. 

(1991) 222, 581-597) fcttoTfftfcbfc. ftmtm^ltimmMm&XT*'??* 

(template linker) /ia#]#-*§- : 1 5 1 

5' ^GACMTGGTCACCGTCTCTTCAGGTGGTGGTGGTTCGGGTGGTGGTGGTTCGGGTGGTGGCGGATCGGA 
CATCCAGATGACCCAGTCTCC-3' 

Reverse JH for linker/ltl2?!j:fHf- : 1 5 2 ~ 1 5 5 

1 LJH1.2 5' -GCACCCTGGTCACCGTCTCCTCAGGTGG-3' 

2 LJH3 5' -GGACAATGGTCACCGTCTCTTCAGGTGG-3' 

3 LJH4_5 5* -GAACCCTGGTCACCGTCTCCTCAGGTGG-3' 

4 LJH6 5' -GGACCACGGTCACCGTCTCCTCAGGTGG-3' 
Reverse VK for linker/IB?(J#-^ : 1 5 6 ~ 1 6 1 

5 LVK1 5' -GGAGACTGGGTCATCTGGATGTCCGATCCGCC-3' 

6 LVK2 5' -GGAGACTGAGTCATCACAACATCCGATCCGCC-3' 

7 LVK3 5' ^AGACTGCGTCMCACMTTTCCGATCCGCC-3' 

8 LVK4 5' -GGAGACTGGGTCATCACGATGTCCGATCCGCC-3 ' 
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9 LVK5 5' -GGAGACTGCGTGAGTGTCGTTTCCGATCCGCC-3 ' 

10 LVK6 5' -GGAGACTGAGTCAGCACAATTTCCGATCCGCC-S' 
Reverse VL for linker/li?lj#-^- : 1 6 2~ 1 6 8 

11 LVL1 5'-GGCGGCTGCGTCAACACAGACTGCGATCCGCCACCGCCAGAG-3' 

12 LVL2 5' -GCAGGCTGAGTCAGAGCAGACTGCGATCXXiCCACCGCCAGAG-3' 

13 LVL3a 5' -GGTGGCTGAGTCAGCACATAGGACGATCCGCCACCGCCAGAG-3' 

14 LVL3b 5' -GGGTCCTGAGTCAGCTCAGAAGACGATCCGCCACCGCCAGAG-3' 

15 LVL4 5' -GGCGGTTGAGTCAGTATAACGTGCGATCCGCCACCGCCAGAG-3' 

16 LVL5 5' -GACGGCTGAGTCAGCACAGACTGCGATCCGCCACCGCCAGAG-3' 

17 LVL6 5' -TGGGGCTGAGTCAGCATAAAATTCGATCCGCCACCGCCAGAG-3' 

6 9~i82) fey h&m^x?cR%?rofc 0 mm& k M&m 

KOD plus DNA polymera 

VHlBACKNco 5' -AGTATTGACCATGGCCCAGGTGCAGCTGGTGCAGTCTGG-3' 

VH2BACKNco 5' -AGTATTGACCATGGCCCAGGTCAACTTAAGGGAGTCTGG-3' 

VH3BACKNco 5' -AGTATTGACCATGGCCGAGGTGCAGCTGGTGGAGTCTGG-3' 

VH4BACKNco 5' -AGTATTGACCATGGCCCAGGTGCAGCTGCAGGAGTCGGG-3' 

VH5BACKNco 5' -AGTATTGACCATGGCCCAGGTGCAGCTGTTGCAGTCTGC-3' 

VH6BACKNco 5' -AGTATTGACCATGGCCCAGGTACAGCTGCAGCAGTCAGG-3' 

JKlFOREco 5' -TAATGAATTCACGTTTGATTTCCACCTTGGTCCC-3' 

JK2F0REco 5' -TAATGAATTCACGTTTGATCTCCAGCTTGGTCCC-3' 
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JK3F0REco 5' -TAATGAATTCACGTTTGATATCCACTTTGGTCCC-3' 

JK4F0REco 5' -TAATGAATTCACGTTTGATCTCCACCTTGGTCCC-3' 

JK5F0REco 5' -TAATGAATTCACGTTTAATCTCCAGTCGTGTCCC-3' 

JLlFOREco 5' -TAATGAATTCACCTAGGACGGTGACCTTGGTCCC-3' 

JL2_3F0REco 5' -TAATGAATTCACCTAGGACGGTCAGCTTGGTCCC-3' 

JLlFOREco 5' -TAATGAATTCACCTAAAACGGTGAGCTGGGTCCC-3' 

•l:jfALfc 0 n A^fitcWf)i^T7^'u^- <n>Wm 

TT'^m U ^o|E^mx.^c7)C^^FLAG^ y%mwr*% 5 £ 5 xfV ^ bfd 0 

21(DE3)«^^K^bfc„ 

$ms§r : 1 8 3—BB2?!I## : 1 8 8 \^Vtc e 70-6scFv (iB?iJ#-^ 18 7-18 
8) tt^t-©KWfiJ;5JMIUfcttR (I&W§- : 9 3-9 4) *5J:tm^ (IH^lJ 
#-§-: 9 5-9 6) /D^^UTc:— ^:^#:-e$>5o — I*f, 70-5AscFv 

183-18 4) . *5 £W0-5BscFv (K?lJ#-!§- : 185-186) te. 5B 

(OBmmx^n^ntcmmtmm^m^^x^vtti^mm^h^o 7o-5A S 

cFvi70-5BscFv^^Sfi^^iB^J*5J;tJ ? T^/^ia^Jf*ia^J#-^ : 9 1 

-92^ ?iftmm&&^zmm&m&&TfiT$sffl&mtm&m%-: 8 5- 

8 8 ^Lfc 0 

&$Bfl&fc*J-L-C30 < C N 0. 5mM isopropyl-^-thiogalactopyranoside^tjq^^ \) B. 
ffihtCo ±m%Mi&^ Anti-FLAG M2T 7 4 W 7 J* (Sigma) b % 
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t!fifS:*7A|lif$ffc 0 0.1M Glycine <pH3.5)-Cj»& 

z.m &n&fem bfc 0 mmm&?mo% 7^(rvi/tA/Nvt7^)^tt uo. 01% 

Tween20£-gtf>PBS^ t "T <*{Cijg®^Srg^ Lfc 0 S &^<£#£&SDS-PAGE#<£> ^ 

&*B$fcl8ra#C^B|§fe#J>T- §r 1 %^7 7t/VAT;V7t K • PBS^^TIO^®^ 

£ 3 t&telO%J&&jlg !7 VjfiL?ft?^n 5/ ^ ^ LfCo 1 %BSA, 

0.1% tween-20*^PBS^fc|^^fitfr^tf^Sr«3Rb, £©^&j&B|tfei5Q 

G^tfr (FLAG) ^J:^ig^7Km7K#^TT^3,3-diamino-benzidine-tetra hydr 
ochloridecT^^^ ^^-fe^^m^J; «9^tBbfc 0 0.1% twee 
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^(target threrapy) ^fttfSflJffi £;fi5 0 -r^^t>^id5Ay^J?r^Ufc^:#:d5 % 
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4. (b) ^ 3 -Ft5#y^^i/^K^#t5lg^ 0fc^RT3m« 

io. m3km9\zmffi<Djmfr£*)mmistifii$ifto 

1 1 . MMI 5 ^1B*S£>^ Km £ o T = — K £ jh,S£Wk, 
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(2) tmmmmkmfrk*>m&&&m-ir&3m % 
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1213 



C*a C**l C>» L*1 ty» 



• <>» Oa • 9—4 CM 




cd cd cd 



CD cd cd 

££££££ 

CD CD d> 



* Qtc? 3 at cSr a o» o 
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SEQUENCE LISTING 



<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 
PharmaLogicals Research Pte. , Ltd. 

<120> Antibody against focus tissue 

<130> C1-A0230P 

<150> JP 2002-339241 
<151> 2002-11-22 

<160> 188 

<170> Patentln version 3. 1 

<210> 1 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 

<223> 

<400> 1 

cag gtg cag ctg gtg caa tct ggg get gag gtg aag aag' cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc ace ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 



20 



25 



30 



tat atg cac tgg gtg cga cag gee cct gga caa ggg ctt gag tgg atg 



144 
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Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



336 



gcg aga acc cag gag gtt tac tac tac get atg_^ gac gtc tgg ggc caa 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 



ggg cca atg gtc acc gtc tct tea 360 
Gly Pro Met Val Thr Val Ser Ser 
115 120 



<210> 2 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 



WO 2004/048571 PCT/JP2003/014919 



3/14 1 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Pro Met Val Thr Val Ser Ser 
115 120 



<210> 3 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(366) 
<223> 



<400> 3 

cag gtc cag ctg gtg caa tct gga gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 



tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
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20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gee tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 HO 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 4 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 5 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(366) 
<223> 

<400> 5 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 
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tec ctg aga etc tec tgt gca gee tct gga ttc ace ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gec tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 6 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 6 
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Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 7 

<211> 340 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(339) 

<223> 



<400> 



7 
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cag gtg cag ctg gtg caa tct ggg get gag gtg agg aag cct ggg acg 48 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 

15 10 15 

aca gtg aca ate tec tgc aag gtt tct gga cac aac ttc ate gac cac 96 
Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

tac atg cat tgg gta caa cag gec cct gga aaa ggg ctt gac tgg atg 144 
Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

gga eta att gac cct gaa gat ggt cag acg aaa tat tea gag agg ttt 192 
Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

gag ggc aga gtc aca att acc gcg gac aag tea aca gac aca acc tac 240 
Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

ttg gag gtg age ggc ctg aga teg gaa gac acg gee gtt tat ttc tgt 288 
Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

aca acg gac ttg ggt gac ttg aat tat tgg aac cct ggt cac cgt etc 336 
Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Asn Pro Gly His Arg Leu 
100 105 110 

etc a 340 
Leu 



<210> 
<211> 
<212> 



8 

113 
PRT 
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<213> Homo sapiens 
<400> 8 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 

Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Asn Pro Gly His Arg Leu 
100 105 110 

Leu 



<210> 9 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 
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<223> 
<400> 9 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gee tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 



ggc cag gga acc ctg gtc acc gtc tec tea 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



366 
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<210> 10 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 11 

<211> 381 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 
<222> (1)..(381) 
<223> 

<400> 11 

cag gtc cag ctg gtg caa tct gga get gag ggg aaa aag ccg gga gag 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Gly Lys Lys Pro Gly Glu 
15 10 15 

tct ctg aag ate tec tgt cag ggt tct gga tac aca ttt age aat tac 96 
Ser Leu Lys He Ser Cys Gin Gly Ser Gly Tyr Thr Phe Ser Asn Tyr 
20 25 30 

tgg ate gec tgg gtg cgc cag agg ccc ggg aaa ggc ctg gag tgg atg 144 
Trp He Ala Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

ggg ate ate tat cct ggt gac tct gat ate aaa tac agt ccg tec ttc 192 
Gly He He Tyr Pro Gly Asp Ser Asp He Lys Tyr Ser Pro Ser Phe 
50 55 60 

caa ggc cat gtc acc ate tea gec gac acg tec atg aac acc gec tac 240 
Gin Gly His Val Thr He Ser Ala Asp Thr Ser Met Asn Thr Ala Tyr 
65 70 75 80 

ctg cag tgg aac acc ctg aag gec teg gac acc gec atg tac tac tgt 288 
Leu Gin Trp Asn Thr Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

gcg aga cat aaa ggg acc agg ttc ggg gag gtt ttg gcg gtt ggc aac 336 
Ala Arg His Lys Gly Thr Arg Phe Gly Glu Val Leu Ala Val Gly Asn 
100 105 110 



tgg ttc gac ccc tgg ggc cag gga acc ctg gtc acc gtc tec tea 
Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 



381 
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13/141 
115 120 125 



<210> 12 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Gly Lys Lys Pro Gly Glu 
15 10 15 

Ser Leu Lys He Ser Cys Gin Gly Ser Gly Tyr Thr Phe Ser Asn Tyr 
20 25 30 

Trp He Ala Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly He He Tyr Pro Gly Asp Ser Asp He Lys Tyr Ser Pro Ser Phe 
50 55 60 

Gin Gly His Val Thr He Ser Ala Asp Thr Ser Met Asn Thr Ala Tyr 
65 70 75 80 

Leu Gin Trp Asn Thr Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

Ala Arg His Lys Gly Thr Arg Phe Gly Glu Val Leu Ala Val Gly Asn 
100 105 110 

Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 125 



<210> 13 
<211> 368 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 13 

cag gtc cag ctg gtg caa tct ggg get gag ttg aag acg cct ggg tec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Leu Lys Thr Pro Gly Ser 
15 10 15 

teg gtg aaa ttc tec tgc aag get tec gga ggc age ttc age aac tat 96 
Ser Val Lys Phe Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Asn Tyr 
20 25 30 

get ate ace tgg gtg cga cag gec cct gga caa ggt ctt gag tgg atg 144 
Ala He Thr Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga agg ate ate cct ate ttt ggt ata cca aac tac gca cag gaa ttc 192 
Gly Arg He He Pro He Phe Gly He Pro Asn Tyr Ala Gin Glu Phe 
50 55 60 

cag ggc aga gtc acg att ace gee gac gat tec acg acc aca gtc tac 240 
Gin Gly Arg Val Thr He Thr Ala Asp Asp Ser Thr Thr Thr Val Tyr 
65 70 75 80 

atg gaa ctg age age ctg aga tct gag gac acg gee gtg tat tac tgt 288 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat aat tea ata gga gca cct gat act tgg tgg ttc gac ccc 336 
Ala Arg Asp Asn Ser He Gly Ala Pro Asp Thr Trp Trp Phe Asp Pro 
100 105 110 
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tgg ggc cag gga cca egg tea ccg tct cct ca 368 
Trp Gly Gin Gly Pro Arg Ser Pro Ser Pro 
115 120 



<210> 14 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Leu Lys Thr Pro Gly Ser 
15 10 15 

Ser Val Lys Phe Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Asn Tyr 
20 25 30 

Ala He Thr Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg He He Pro He Phe Gly He Pro Asn Tyr Ala Gin Glu Phe 
50 55 60 

Gin Gly Arg Val Thr He Thr Ala Asp Asp Ser Thr Thr Thr Val Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Asn Ser He Gly Ala Pro Asp Thr Trp Trp Phe Asp Pro 
100 105 110 



Trp Gly Gin Gly Pro Arg Ser Pro Ser Pro 
115 120 
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<210> 15 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 

<223> 

<400> 15 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gee gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



WO 2004/048571 
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gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 16 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 
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Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 17 

<211> 365 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (363) 
<223> 



<400> 17 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 



ctg caa atg aac age ctg agg gee gag gac acg get gtg tat tac tgt 



288 
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Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gcc tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tc 365 
Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 



<210> 18 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 



Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 
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Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 



<210> 19 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(366) 

<223> 

<400> 19 

cag gtc cag ctg gcg caa tct gga gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Ala Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc age ttc agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga age tat aaa tac tat gca gaa tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

aag ggc cga ttc ate ate tec aga gac aat tec aag aac ace ctg tat 240 
Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
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65 70 75 80 

ctg caa atg aac age ctg aga gec gag gac acg get gtc tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat egg ggg teg gtg gag atg get aca ate gcg gac tac tgg 336 
Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr lie Ala Asp Tyr Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 20 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Gin Val Gin Leu Ala Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 



Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 
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Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 



Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 21 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(366) 

<223> 



<400> 21 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc age ttc agt age tat 96 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 

20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



gca gtt ata tgg tat gat gga agt tat aaa tac tat gca gaa tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 



WO 2004/048571 PCT/JP2003/014919 



2 3/14 1 



aag ggc cga ttc ate ate tec aga gac aat tec aag aac ace ctg tat 240 
Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 . 90 95 

gcg aga gat egg ggg teg gta gag atg get aca ate gcg gac tac tgg 336 
Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 22 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 



WO 2004/048571 
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Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 23 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 23 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
1 5 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc age ttc agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 
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gca gtt ata tgg tat gat gga agt tat aaa tac tat gca gaa tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

aag ggc cga ttc ate ate tec aga gac aat tec aag aac acc ctg tat 240 
Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtc tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys ■ 
85 90 95 

gcg aga gat egg ggg teg gta gag atg get aca ate gcg gac tac tgg 336 
Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 24 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 



Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 
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Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 25 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(369) 
<223> 

<400> 25 

cag gta cag ctg cag cag tea ggt cca gga ctg gtg aag ccc teg cag 48 
Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 

acc etc tea etc acc tgt gec ate tec ggg gac agt gtc tct age aac 96 
Thr Leu Ser Leu Thr Cys Ala He Ser Gly Asp Ser Val Ser Ser Asn 
20 25 30 



agt get get tgg cac tgg ate agg cag tec cca teg aga ggc ctt gag 



144 
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Ser Ala Ala Trp His Trp He Arg Gin Ser Pro Ser Arg Gly Leu Glu 
35 40 45 

tgg ctg gga agg aca tac tac agg tec aag tgg tat aat gat tat aca 192 
Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Asn Asp Tyr Thr 
50 55 60 

gtg tct gtg aaa agt cga ata acc ate aag cca gac aca tec aag aac 240 
Val Ser Val Lys Ser Arg He Thr He Lys Pro Asp Thr Ser Lys Asn 
65 70 75 80 

cag ttc tec ctg cag ctg aac tct gtg act ccc gag gac acg get gtg 288 
Gin Phe Ser Leu Gin Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Val 
85 90 95 

tat tac tgt gca aga tea cag gaa gag cac egg teg ttg gat gat get 336 
Tyr Tyr Cys Ala Arg Ser Gin Glu Glu His Arg Ser Leu Asp Asp Ala 
100 105 110 

ttt gat ate tgg gac cac ggt cac cgt etc etc a 370 
Phe Asp He Trp Asp His Gly His Arg Leu Leu 
115 120 



<210> 26 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 



Thr Leu Ser Leu Thr Cys Ala He Ser Gly Asp Ser Val Ser Ser Asn 
20 25 30 
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Ser Ala Ala Trp His Trp He Arg Gin Ser Pro Ser Arg Gly Leu Glu 
35 40 45 

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Asn Asp Tyr Thr 
50 55 60 

Val Ser Val Lys Ser Arg He Thr He Lys Pro Asp Thr Ser Lys Asn 
65 70 75 80 

Gin Phe Ser Leu Gin Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Val 
85 90 95 

Tyr Tyr Cys Ala Arg Ser Gin Glu Glu His Arg Ser Leu Asp Asp Ala 
100 105 110 

Phe Asp He Trp Asp His Gly His Arg Leu Leu 
115 120 



<210> 27 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 

<223> 

<400> 27 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
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o 



2 9/1 4 1 
20 25 30 

tat atg cac tgg gtg cga cag gcc cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 28 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 
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Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 29 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (348) 

<223> 

<400> 29 

cag gtc cag ctg gtg caa tct ggg get gag gtg agg aag ccc ggg acg 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 
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aca gtg aca ate tec tgc aag gtt tct gga cac aac ttc ate gac cac 96 
Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

tac atg cat tgg gta caa cag gee cct gga aaa ggg ctt gac tgg atg 144 
Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

gga eta att gac cct gaa gat ggt cag acg aaa tat tea gag agg ttt 192 
Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

gag ggc aga gtc aca att acc gcg gac aag tea aca gac aca ace tac 240 
Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

ttg gag gtg age ggc ctg aga teg gaa gac acg gee gtt tat ttc tgt 288 
Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

aca acg gac ttg ggt gac ttg aat tat tgg ggc cag gga acc ctg gtc 336 
Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Gly Gin Gly Thr Leu Val 
100 105 110 

acc gtc tec tea 348 
Thr Val Ser Ser 
115 



<210> 30 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 30 
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Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 

Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Gly Gin Gly Thr Leu Val 
100 105 110 

Thr Val Ser Ser 
115 



<210> 31 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 
<223> 



<400> 



31 
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cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gee tct gga ttc ace ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc ace ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gee tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag ggc ace ctg gtc ace gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 
<211> 
<212> 



32 

122 

PRT 



WO 2004/048571 



PCT/JP2003/014919 



3 A/1 4 1 

<213> Homo sapiens 
<400> 32 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 33 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(366) 
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<223> 
<400> 33 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag tct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Ser Gly Ala 
15 10 15 

tea gtg aag gtc tec tgc aag get tct gga tac acc ttc acc ggc cac 96 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly His 
20 25 30 

ttt ate cac tgg gtg egg cag gee cct gga caa ggg ctt gag tgg atg 144 
Phe He His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg ate aac cct aac gtt ggt gtc aca aat tat gca cag aag ttt 192 
Gly Trp He Asn Pro Asn Val Gly Val Thr Asn Tyr Ala Gin Lys Phe 
50 55 60 

cag ggc agg gtc acc atg acc agg gac acg tec ata age aca gee tac 240 
Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

ata gaa ctg agg agg ctg aga tct gac gac acg gee gtg tat tac tgt 288 
He Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gtg aga gaa tec gac aca get gcg gtg gee tac tac tac cac ggt atg 336 
Val Arg Glu Ser Asp Thr Ala Ala Val Ala Tyr Tyr Tyr His Gly Met 
100 105 110 



gac gtc tgg gga caa tgg tea ccg tct ctt ca 
Asp Val Trp Gly Gin Trp Ser Pro Ser Leu 
115 120 



368 
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<210> 34 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Ser Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly His 
20 25 30 

Phe He His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp He Asn Pro Asn Val Gly Val Thr Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

He Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Val Arg Glu Ser Asp Thr Ala Ala Val Ala Tyr Tyr Tyr His Gly Met 
100 105 110 

Asp Val Trp Gly Gin Trp Ser Pro Ser Leu 
115 120 



<210> 35 

<211> 375 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1)..(375) 

<223> 

<400> 35 

cag gtc cag ctg gtg caa tct ggg gga gac tgg gta aag cct ggg ggg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Asp Trp Val Lys Pro Gly Gly 
15 10 15 

tec ctt aga etc tec tgt gca gcg tct gga ttc cct ttc get aat gee 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ala Asn Ala 
20 25 30 

tgg atg tat tgg ttc cgc cag get cca ggg aag ggg ctg gag tgg gtt 144 
Trp Met Tyr Trp Phe Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

ggc cgt att aaa age aaa cca agt ggt ggg get aca gag ttc get gca 192 
Gly Arg He Lys Ser Lys Pro Ser Gly Gly Ala Thr Glu Phe Ala Ala 
50 55 60 

ccc gtg gaa ggt aga ttc age ate tec aga gac gat teg aaa aac acg 240 
Pro Val Glu Gly Arg Phe Ser He Ser Arg Asp Asp Ser Lys Asn Thr 
65 70 75 80 

atg gat ctg caa atg aat age ctg aga acc gac gac aca gee gta tat 288 
Met Asp Leu Gin Met Asn Ser Leu Arg Thr Asp Asp Thr Ala Val Tyr 
85 90 95 

tat tgt acc aca gat tgg ggt teg ggg acc tat cat aag ttt get tta 336 
Tyr Cys Thr Thr Asp Trp Gly Ser Gly Thr Tyr His Lys Phe Ala Leu 
100 105 110 



gat gtc tgg ggc caa ggg aca atg gtc acc gtc tct tea 
Asp Val Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser 



375 
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115 120 125 



<210> 36 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Gin Val Gin Leu Val Gin Ser Gly Gly Asp Trp Val Lys Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ala Asn Ala 
20 25 30 

Trp Met Tyr Trp Phe Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg He Lys Ser Lys Pro Ser Gly Gly Ala Thr Glu Phe Ala Ala 
50 55 60 

Pro Val Glu Gly Arg Phe Ser He Ser Arg Asp Asp Ser Lys Asn Thr 
65 70 75 80 

Met Asp Leu Gin Met Asn Ser Leu Arg Thr Asp Asp Thr Ala Val Tyr 
85 90 95 

Tyr Cys Thr Thr Asp Trp Gly Ser Gly Thr Tyr His Lys Phe Ala Leu 
100 105 110 

Asp Val Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser 
115 120 125 



<210> 37 
<211> 357 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(357) 

<223> 

<400> 37 

gtg cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec tea 48 
Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 

gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc tat 96 
Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg gga 144 
Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt cag 192 
Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac atg 240 
Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

gag ctg ggc ggc ctg aca tct gac gac acg gee gtg tat tat tgt gcg 288 
Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa ggg 336 
Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly 
100 105 110 



WO 2004/048571 PCT/JP2003/014919 



4 O/l 4 1 



aca atg gtc acc gtc tct tea 357 
Thr Met Val Thr Val Ser Ser 
115 



<210> 38 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 

Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly 
100 105 110 



Thr Met Val Thr Val Ser Ser 
115 



WO 2004/048571 



PCT/JP2003/014919 



4 1/14 1 

<210> 39 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 

<223> 

<400> 39 

cag gtg cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



WO 2004/048571 PCT/JP2003/014919 



4 2/14 1 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 40 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 



WO 2004/048571 




PCT/JP2003/014919 



4 3/1 4 1 



Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 41 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(360) 
<223> 

<400> 41 

cag gtc cag ctg gtg caa tct ggg get gag gcg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Ala Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc ace ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

tat atg cac tgg gtg cga cag gee cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc ace ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 



atg gag ctg ggc ggc ctg aca tct gac gac acg gee gtg tat tat tgt 



288 



WO 2004/048571 PCT/JP2003/014919 



4 4/1 4 1 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg acc acg gtc acc gtc tec tea 360 
Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 42 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Ala Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75. 80 



Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



WO 2004/048571 PCT/JP2003/014919 



4 5/1 4 1 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 43 

<211> 369 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(369) 

<223> 



<400> 43 

cag gtc cag ctg gtg caa tct ggg gga ggc ttg gta cag cca ggg egg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt aca act tct gga ttc acc ttt agt gat tat 96 

Ser Leu Arg Leu Ser Cys Thr Thr Ser Gly Phe Thr Phe Ser Asp Tyr 
20 25 30 

get ttg age tgg gtc cgc cag get cca ggg agg ggg ctg gag tgg gta 144 

Ala Leu Ser Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp Val 
35 40 45 

ggt ttc att aga aat aaa att tat ggt ggg aca aca gat tac gec gca 192 

Gly Phe He Arg Asn Lys He Tyr Gly Gly Thr Thr Asp Tyr Ala Ala 

50 55 60 



tct gtg aaa ggc aga ttc acc ate tea aga gat gat tec aaa agt ate 240 
Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asp Ser Lys Ser He 



WO 2004/048571 




PCT/JP2003/014919 



4 6/1 4 1 

65 70 75 80 

gcc tat ctg caa atg aac age ctg aaa acc gag gac tea gcc gtc tat 288 
Ala Tyr Leu Gin Met Asn Ser Leu Lys Thr Glu Asp Ser Ala Val Tyr 
85 90 95 

tac tgt act aga gat teg ggt gtg gtg act get gcc tac ttt gac tac 336 
Tyr Cys Thr Arg Asp Ser Gly Val Val Thr Ala Ala Tyr Phe Asp Tyr 
100 105 110 

tgg ggc cag ggc acc ctg gtc acc gtc tec tea 369 
Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 44 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Arg 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Thr Thr Ser Gly Phe Thr Phe Ser Asp Tyr 
20 25 30 

Ala Leu Ser Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp Val 
35 40 45 

Gly Phe He Arg Asn Lys He Tyr Gly Gly Thr Thr Asp Tyr Ala Ala 
50 55 60 



Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asp Ser Lys Ser He 
65 70 75 80 



WO 2004/048571 PCT/JP2003/014919 



4 7/14 1 

Ala Tyr Leu Gin Met Asn Ser Leu Lys Thr Glu Asp Ser Ala Val Tyr 
85 90 95 

Tyr Cys Thr Arg Asp Ser Gly Val Val Thr Ala Ala Tyr Phe Asp Tyr 
100 105 110 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 45 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(366) 

<223> 



<400> 45 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 



WO 2004/048571 




PCT/JP2003/014919 



4 8/14 1 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gec tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag ggg acc acg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 46 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 



WO 2004/048571 
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Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 47 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 
<223> 

<400> 47 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 



tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 



WO 2004/048571 




PCT/JP2003/014919 



5 0/1 4 1 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 48 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 



Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 



WO 2004/048571 
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5 1/1 4 1 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 49 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (351) 

<223> 

<400> 49 

cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec tea gtg 48 

Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val 
15 10 15 

aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc tat atg 96 
Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr Met 
20 25 30 



cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg gga tgg 



144 



WO 2004/048571 
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His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly Trp 
35 40 45 

atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt cag gac 192 
Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin Asp 
50 55 60 

agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac atg gag 240 
Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met Glu 
65 70 75 80 

ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt gcg aga 288 
Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
85 90 95 

acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa ggg aca 336 
Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly Thr 
100 105 110 

atg gtc acc gtc tct tc 353 
Met Val Thr Val Ser 
115 



<210> 50 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val 
15 10 15 

Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr Met 
20 25 30 



WO 2004/048571 




PCT/JP2003/014919 



5 3/1 4 1 

His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly Trp 
35 40 45 

Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin Asp 
50 55 60 

Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met Glu 
65 70 75 80 

Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
85 90 95 

Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly Thr 
100 105 110 

Met Val Thr Val Ser 
115 



<210> 51 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 

<223> 

<400> 51 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 



96 



WO 2004/048571 
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5 4/14 1 

20 25 30 

tat atg cac tgg gtg cga cag gcc cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

gga acc ctg gtc acc gtc tct tea 360 
Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 52 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



WO 2004/048571 
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5 5/14 1 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 53 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (357) 

<223> 

<400> 53 

gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec tea 48 
Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 



WO 2004/048571 
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5 6/14 1 

gtg aag gtc tec tgt cag get tct gga tac atg ttc ace ggc ttc tat 96 
Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

atg cac tgg gtg cga cag gee cct gga caa ggg ctt gag tgg atg gga 144 
Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt cag 192 
Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac atg 240 
Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt gcg 288 
Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

aga acc cag gag gtt tac tac tac get atg gac gta ctg ggg cca agg 336 
Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Leu Gly Pro Arg 
100 105 110 

gac aat ggt cac cgt etc ttc 357 
Asp Asn Gly His Arg Leu Phe 
115 



<210> 54 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 54 



WO 2004/048571 
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5 7/14 1 

Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 

Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Leu Gly Pro Arg 
100 105 110 

Asp Asn Gly His Arg Leu Phe 
115 



<210> 55 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(342) 
<223> 



<400> 



55 



WO 2004/048571 
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gat att gtg atg acc cag act cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 56 
<211> 114 
<212> PRT 



WO 2004/048571 
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<213> Homo sapiens 
<400> 56 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 57 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(336) 



WO 2004/048571 
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<223> 
<400> 57 

gat ctt gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp Leu Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg cac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp His Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 



tat tat agt act cct ccg acg ttc ggc caa ggg acc aaa gtg gat ate a 337 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 



<210> 58 

<211> 112 

<212> PRT 

<213> Homo sapiens 
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<400> 58 

Asp Leu Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp His Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 



<210> 59 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(342) 

<223> 

<400> 59 

gat att gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
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Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gcc acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 60 

<211> 114 

<212> PRT 

<213> Homo sapiens 
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<400> 60 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 61 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 
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<400> 61 

gat att gtg atg act cag tct cca etc tec ctg ccc gtc ace cct gga 48 
Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

gag ccg gec tec ate tec tgc agg tct agt cag age etc ttg gat agt 96 
Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

gat gat gga aac ace tat ttg gac tgg tac ctg cag aag cca ggg cag 144 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

tct cca cag etc eta ate tat acg ctt tec tat egg gee tct gga gtc 192 
Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 288 
He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

cgt ata gag ttt cct tac act ttt ggc cag ggg ace aaa gtg gat ate 336 
Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

aaa cgt 342 
Lys Arg 
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<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 62 

Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

Lys Arg 



<210> 63 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (1)..(342) 

<223> 

<400> 63 

gat gtt gtg atg act cag tct cca etc tec ctg ccc gtc acc cct gga 48 
Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

gag ccg gee tec ate tec tgc agg tct agt cag age etc ttg gat agt 96 
Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

gat gat gga aac acc tat ttg gac tgg tac ctg cag aag cca ggg cag 144 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

tct cca cag etc eta ate tat acg ctt tec tat egg gee tct gga gtc 192 
Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 288 
He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

cgt ata gag ttt cct tac act ttt ggc cag ggg acc aag gtg gaa ate 336 
Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 



aaa cgt 
Lys Arg 



342 
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<210> 64 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 
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<211> 339 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> CDS 

<222> (1)..(339) 

<223> 

<400> 65 

gat att gtg atg acc cag act cca etc tec ctg ccc gtc acc cct gga 48 
Asp He Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

gag ccg gec tec ate tec tgc agg tct agt cag age etc ttg gat agt 96 
Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

gat gat gga aac acc tat ttg gac tgg tac ctg cag aag cca ggg cag 144 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

tct cca cag etc eta ate tat acg ctt tec tat egg gee tct gga gtc 192 
Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 288 
He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

get aca caa ttg tac act ttt ggc cag ggg acc aag gtg gag ate aaa 336 
Ala Thr Gin Leu Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 
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cgt 339 
Arg 



<210> 66 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Asp He Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

Ala Thr Gin Leu Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 



Arg 
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<210> 67 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 

<400> 67 

gat att gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 



tat tat agt act cct ccg acg ttc ggc caa ggg acc aag ctg gag ate 



336 
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Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 68 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu He 
100 105 110 



Lys Arg 



WO 2004/048571 




PCT/JP2003/014919 



7 2/14 1 



<210> 69 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(342) 
<223> 

<400> 69 

gat gtt gtg atg act cag act cca gac tec ctg get gtg tct ctg ggc 48 
Asp Val Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta cac aag 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
20 25 30 

tec aac aat aag aac tat tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 
Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc acc 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 



ate age age ctg cag get gaa gac gtg gca gtc tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
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85 90 95 

tat tat get gtt cct etc ace ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 70 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Asp Val Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 



Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
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100 



7 4/1 4 1 
105 



110 



Lys Arg 



<210> 71 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(342) 
<223> 

<400> 71 

gat att gtg atg acc cag acg cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gee acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 
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ate age ace ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc age caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Ser Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 72 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 



He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
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85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Ser Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 73 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 

<400> 73 

gat gtt gtg atg act cag tct cca gac tec ctg act gtg tct ctg ggc 48 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Thr Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144. 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 



cct cct aag ctg etc att tac tgg gca cct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Pro Thr Arg Glu Ser Gly Val 
50 55 60 



WO 2004/048571 PCT/JP2003/014919 



77/141 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc ace 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc cag ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 74 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Thr Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Pro Thr Arg Glu Ser Gly Val 
50 55 60 



Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
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65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 



Lys Arg 



<210> 75 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(342) 
<223> 

<400> 75 

gat gtt gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag ggt gtt tta cac aag 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Gly Val Leu His Lys 
20 25 30 

tec aac aat aag aac tat tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 



cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 
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Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc acc 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gac gtg gca gtc tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat get gtt cct etc acc ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 76 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Gly Val Leu His Lys 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 



Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
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50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

Lys Arg 



<210> 77 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(342) 

<223> 

<400> 77 

gat att gtg atg acc cag acg cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 



tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
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35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 78 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 



Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
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82/141 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 79 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(342) 

<223> 

<400> 79 

gat gtt gtg atg act cag tct cca gac tec ctg get gtg cct ctg ggc 48 
Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Pro Leu Gly 
15 10 15 



gag agg gec acc ate aac tgc aag tec age cag agt gtt tta cac aag 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
20 25 30 



96 
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tec aac aat aag aac cat tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn His Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 
Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc acc 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate aac age ctg cag get gaa gac gcg gca gtc tat tac tgt cag caa 288 
He Asn Ser Leu Gin Ala Glu Asp Ala Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat get gtt cct etc acc ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 80 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Pro Leu Gly 
15 10 15 



Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
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20 25 30 

Ser Asn Asn Lys Asn His Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Asn Ser Leu Gin Ala Glu Asp Ala Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

Lys Arg 



<210> 81 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 



<400> 81 

gat att gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 
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gag agg gcc acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aaa gtg gat ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 82 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<400> 82 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
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15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Tip Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

Lys Arg 



<210> 83 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 
<223> 



<400> 83 

gat gtt gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
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Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gcc acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 
Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc acc 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gac gtg gca gtc tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat get gtt cct etc acc ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 84 

<211> 114 

<212> PRT 

<213> Homo sapiens 
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<400> 84 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

Lys Arg 



<210> 85 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 
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<400> 85 

gac ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gee acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 86 
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<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 86 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 87 

<211> 327 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 
<222> (1) . . (327) 
<223> 

<400> 87 

gaa att gtg ctg act cag tct cca ggc acc ctg tct ttg tct cca ggg 48 

Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc aag gec agt cag agt ttt age age aac 96 
Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser Asn 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg ctg etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 60 

ggc agt aaa tct ggg aca gac ttc act etc acc ate age aga ctg gag 240 
Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat gtt acc tea ccg 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser Pro 
85 90 95 

tac act ttt ggc ctg ggg acc aag gtg gag ate aaa cgt 327 
Tyr Thr Phe Gly Leu Gly Thr Lys Val Glu He Lys Arg 
100 105 



<210> 88 
<211> 109 
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<212> PRT 

<213> Homo sapiens 

<400> 88 

Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser Asn 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser Pro 
85 90 95 

Tyr Thr Phe Gly Leu Gly Thr Lys Val Glu He Lys Arg 
100 105 



<210> 89 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (324) 
<223> 
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<400> 89 

gat gtt ggg atg aca cag tct tea gec acc eta tct ttg tct cca ggg 48 
Asp Val Gly Met Thr Gin Ser Ser Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gec acc etc tec tgc agg gec agt cag agg att age agt tat 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Arg He Ser Ser Tyr 
20 25 30 

tta gec tgg tac caa cag aaa cct ggc cag get ccc aga etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

tat gag gca gtc aaa agg gec act ggc ate cca gee agg ttc agt ggc 192 
Tyr Glu Ala Val Lys Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 
50 55 60 

agt ggg tct ggg aca gag ttc acc etc acc ate aac age eta gag cct 240 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr He Asn Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat ttc tgt cag cag cgt ggc age tgt cct ggg 288 
Glu Asp Phe Ala Val Tyr Phe Cys Gin Gin Arg Gly Ser Cys Pro Gly 
85 90 95 

acg ttc ggc cag ggg acc aag ctg gag ate aaa cgt t 325 
Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys Arg 
100 105 



<210> 90 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 90 
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Asp Val Gly Met Thr Gin Ser Ser Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Arg He. Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

Tyr Glu Ala Val Lys Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr He Asn Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Phe Cys Gin Gin Arg Gly Ser Cys Pro Gly 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys Arg 
100 105 



<210> 91 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(366) 
<223> 

<400> 91 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 
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tea gtg aag gtc tec tgc aag get tct gga tac ace ttc ace ggc tac 96 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr 
20 25 30 

tat atg cac tgg gtg cga cag gee cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg ate aac cct aac agt ggt ggc aca aag tat gca cag aag ttt 192 
Gly Trp He Asn Pro Asn Ser Gly Gly Thr Lys Tyr Ala Gin Lys Phe 
50 55 60 

cag ggc agg gtc acc atg ace agg gac acg tec ate age aca gee tac 240 
Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

atg gag ctg age agg ctg aga tct gac gac acg gee gtg tat tac tgt 288 
Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gga tac gat att ttg act ggt tat ggc tgg ttc gac ccc tgg 336 
Ala Arg Gly Tyr Asp He Leu Thr Gly Tyr Gly Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 92 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 92 
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Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp He Asn Pro Asn Ser Gly Gly Thr Lys Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Tyr Asp He Leu Thr Gly Tyr Gly Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 93 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 

<223> 



<400> 



93 
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cag gtc cag ctg gtg caa tct ggg gga ggc ttg gtc cag cct ggg ggg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acc ttt agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

tgg atg agt tgg gtc cgc cag get cca ggg aag ggg ctg gag tgg gtg 144 
Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gec aac ata aag caa gat gga agt gag aaa tac tat gtg gac tct gtg 192 
Ala Asn He Lys Gin Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aac gec aag aac tea ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

ctg caa atg aac acc ctg aga gec gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Thr Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cgt ttg tgg acc cag ggg ttt ttt gac tac tgg ggc cag 336 
Ala Arg Asp Arg Leu Trp Thr Gin Gly Phe Phe Asp Tyr Trp Gly Gin 
100 105 110 

gga acc ctg gtc acc gtc tec tea 360 
Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 
<211> 
<212> 



94 

120 

PRT 
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<213> Homo sapiens 
<400> 94 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Asn He Lys Gin Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Thr Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Leu Trp Thr Gin Gly Phe Phe Asp Tyr Trp Gly Gin 
100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 95 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (339) 
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<223> 
<400> 95 

gac ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 .25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aac ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat act act ccg tgg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 



aaa 
Lys 



339 
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<210> 96 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys 



<210> 97 

<211> 23 

<212> DNA 

<213> Artificial 
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<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 97 

caggtkcagc tggtgcagtc tgg 

<210> 98 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 98 

caggtccagc ttgtgcagtc tgg 

<210> 99 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 99 

saggtccagc tggtacagtc tgg 

<210> 100 

<211> 23 

<212> DNA 

<213> Artificial 
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<220> 



<223> Artificially Synthesized Primer Sequence 



<400> 100 



caratgcagc tggtgcagtc tgg 



23 



<210> 101 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 101 

cagatcacct tgaaggagtc tggt 24 

<210> 102 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 102 

caggtcacct tgarggagtc tggt 24 

<210> 103 

<211> 23 

. <212> DNA 

<213> Artificial 
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<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 103 

gargtgcagc tggtggagtc tgg 

<210> 104 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 104 

caggtgcagc tggtggagtc tgg 

<210> 105 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 105 

gaggtgcagc tgttggagtc tgg 

<210> 106 

<2U> 24 

<212> DNA 

<213> Artificial 



PCT/JP2003/014919 



23 



23 
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1 0 4/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 106 

cagstgcagc tgcaggagtc gggc 

<210> 107 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 107 

caggtgcagc tacagcagtg gggc 

<210> 108 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 108 

gargtgcagc tggtgcagtc tgga 



<210> 109 

<211> 24 

<212> DNA 

<213> Artificial 
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1 0 5/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 109 

caggtacagc tgcagcagtc aggt 

<210> 110 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 110 

caggtscagc tggtgcaatc tgg 

<210> 111 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 111 

tgaggagacg gtgaccaggg tkcc 

<210> 112 

<211> 24 

<212> DNA 

<213> Artificial 



PCT/JP2003/014919 
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1 0 6/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 112 

tgaagagacg gtgaccattg tccc 

<210> 113 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 113 

tgaggagacg gtgaccgtgg tccc 

<210> 114 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 114 

racatccaga tgacccagtc tcca 

<210> 115 

<211> 24 

<212> DNA 

<213> Artificial 



PCT/JP2003/014919 



24 



24 
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1 0 7/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 115 

gmcatccagt tgacccagtc tcca 24 



<210> 116 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 116 

gccatccrga tgacccagtc tcca 24 



<210> 117 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 117 

gtcatctgga tgacccagtc tcca 24 



<210> 118 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 0 8/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 118 

gatattgtga tgacccagac tcca 

<210> 119 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 119 

gatrttgtga tgactcagtc tcca 

<210> 120 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 120 

gaaattgtgt tgacrcagtc tcca 

<210> 121 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



1 0 9/1 4 1 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 121 



gaaatagtga tgacgcagtc tcca 



24 



<210> 122 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 122 

gaaattgtaa tgacacagtc tcca 24 

<210> 123 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 123 

gacatcgtga tgacccagtc tcca 24 

<210> 124 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



1 1 0/1 4 1 



<220> 



<223> Artificially Synthesized Primer Sequence 



<400> 124 



gaaacgacac tcacgcagtc tcca 



24 



<210> 125 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 125 

gaaattgtgc tgactcagtc tcca 24 

<210> 126 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 126 

gatgttgtga tgacacagtc tcca 24 

<210> 127 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



1 1 1/1 4 1 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 127 



acgtttgatt tccaccttgg tccc 



24 



<210> 128 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 128 

acgtttgatc tccascttgg tccc 24 



<210> 129 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 129 

acgtttgata tccactttgg tccc 24 



<210> 130 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 
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1 1 2/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 130 

acgtttaatc tccagtcgtg tccc 24 



<210> 131 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 131 

cagtctgtgc tgactcagcc accc 

<210> 132 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 132 

cagtctgtgy tgacgcagcc gccc 

<210> 133 

<211> 22 

<212> DNA 

<213> Artificial 



WO 2004/048571 

113/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 133 

cagtctgccc tgactcagcc ts 

<210> 134 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 134 

tcctatgwgc tgactcagcc accc 

<210> 135 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 135 

tcctatgagc tgacacagcy accc 

<210> 136 

<211> 24 

<212> DNA 

<213> Artificial 



PCT/JP2003/014919 
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1 1 4/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 136 

tcttctgagc tgactcagga ccct 

<210> 137 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 137 

tcctatgagc tgatgcagcc accc 

<210> 138 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 138 

cagcctgtgc tgactcaatc atcc 

<210> 139 

<211> 24 

<212> DNA 

<213> Artificial 



PCT/JP2003/014919 
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1 1 5/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 139 

cagcttgtgc tgactcaatc gccc 

<210> 140 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 140 

ctgcctgtgc tgactcagcc cccg 

<210> 141 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 141 

cagcctgtgc tgactcagcc ayct 

<210> 142 

<211> 24 

<212> DNA 

<213> Artificial 
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1 1 6/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 142 

caggctgtgc tgactcagcc ggct 

<210> 143 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 143 

aattttatgc tgactcagcc ccac 

<210> 144 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 144 

cagrctgtgg tgactcagga gccc 

<210> 145 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 




1 1 7/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 145 

cagactgtgg tgacccagga gcca 

<210> 146 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 146 

cwgcctgtgc tgactcagcc acct 

<210> 147 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 147 

caggcagggc tgactcagcc accc 

<210> 148 

<211> 24 

<212> DNA 

<213> Artificial 
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1 1 8/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 148 

acctaggacg gtgaccttgg tccc 

<210> 149 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 149 

acctaggacg gtcagcttgg tccc 

<210> 150 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 150 

accgaggacg gtcagctggg tgcc 

<210> 151 

<211> 91 

<212> DNA 

<213> Artificial 
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1 1 9/1 4 1 



<220> 

<223> Template Linker Sequence 



<400> 151 



ggacaatggt caccgtctct tcaggtggtg gtggttcggg tggtggtggt tcgggtggtg 



60 



gcggatcgga catccagatg acccagtctc c 



91 



<210> 152 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 152 

gcaccctggt caccgtctcc tcaggtgg 28 

<210> 153 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 153 

ggacaatggt caccgtctct tcaggtgg 28 



<210> 154 
<211> 28 
<212> DNA 



WO 2004/048571 



1 2 0/1 4 1 

<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 154 

gaaccctggt caccgtctcc tcaggtgg 

<210> 155 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 155 

ggaccacggt caccgtctcc tcaggtgg 

<210> 156 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 156 

ggagactggg tcatctggat gtccgatccg cc 

<210> 157 
<211> 32 
<212> DNA 
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<213> Artificial 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 157 



ggagactgag tcatcacaac atccgatccg cc 



32 



<210> 158 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 158 

ggagactgcg tcaacacaat ttccgatccg cc 32 

<210> 159 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 159 

ggagactggg tcatcacgat gtccgatccg cc 32 



<210> 160 
<211> 32 
<212> DNA 



WO 2004/048571 
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1 2 2/1 4 1 



<213> Artificial 



<220> 



<223> Artificially Synthesized Primer Sequence 



<400> 160 



ggagactgcg tgagtgtcgt ttccgatccg cc 



32 



<210> 161 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 161 

ggagactgag tcagcacaat ttccgatccg cc 32 

<210> 162 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 162 

ggcggctgcg tcaacacaga ctgcgatccg ccaccgccag ag 42 



<210> 163 
<211> 42 
<212> DNA 



WO 2004/048571 
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1 2 3/1 4 1 



<213> Artificial 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 163 



gcaggctgag tcagagcaga ctgcgatccg ccaccgccag ag 



42 



<210> 164 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 164 

ggtggctgag tcagcacata ggacgatccg ccaccgccag ag 42 



<210> 165 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 165 

gggtcctgag tcagctcaga agacgatccg ccaccgccag ag 42 



<210> 166 
<211> 42 
<212> DNA 



WO 2004/048571 
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1 2 4/1 4 1 

<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 166 

ggcggttgag tcagtataac gtgcgatccg ccaccgccag ag 42 



<210> 167 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 167 

gacggctgag tcagcacaga ctgcgatccg ccaccgccag ag 

<210> 168 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 168 

tggggctgag tcagcataaa attcgatccg ccaccgccag ag 



<210> 169 
<211> 39 
<212> DNA 



WO 2004/048571 



125/141 

<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 169 

agtattgacc atggcccagg tgcagctggt gcagtctgg 

<210> 170 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 170 

agtattgacc atggcccagg tcaacttaag ggagtctgg 

<210> 171 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 171 

agtattgacc atggccgagg tgcagctggt ggagtctgg 

<210> 172 
<211> 39 
<212> DNA 



WO 2004/048571 



• 
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1 2 6/1 4 1 



<213> Artificial 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 172 

agtattgacc atggcccagg tgcagctgca ggagtcggg 



39 



<210> 173 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 173 

agtattgacc atggcccagg tgcagctgtt gcagtctgc 39 



<210> 174 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 174 

agtattgacc atggcccagg tacagctgca gcagtcagg 39 



<210> 175 
<211> 34 
<212> DNA 



WO 2004/048571 
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12 7/141 



<213> Artificial 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 175 



taatgaattc acgtttgatt tccaccttgg tccc 



34 



<210> 176 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 176 

taatgaattc acgtttgatc tccagcttgg tccc 34 

<210> 177 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 177 

taatgaattc acgtttgata tccactttgg tccc 34 



<210> 178 
<211> 34 
<212> DNA 



WO 2004/048571 
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1 2 8/14 1 



<213> Artificial 



<220> 

<223> Artificially Synthesized Primer Sequence 



<400> 178 



taatgaattc acgtttgatc tccaccttgg tccc 



34 



<210> 179 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 179 

taatgaattc acgtttaatc tccagtcgtg tccc 34 

<210> 180 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 180 

taatgaattc acctaggacg gtgaccttgg tccc 34 



<210> 181 
<211> 34 
<212> DNA 



WO 2004/048571 
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1 2 9/1 4 1 



<213> 



Artificial 



<220> 
<223> 



Artificially Synthesized Primer Sequence 



<400> 



181 



taatgaattc acctaggacg gtcagcttgg tccc 



34 



<210> 182 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 182 

taatgaattc acctaaaacg gtgagctggg tccc 34 



<210> 183 

<211> 861 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (861) 

<223> 

<400> 183 

atg aaa tac ctg ctg ccg acc get get get ggt ctg ctg etc etc get 48 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 
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gcc cag ccg gcg atg gcc atg gcc cag gtg cag ctg gtg cag tct ggg 96 
Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

get gag gtg aag aag cct ggg gcc tea gtg aag gtc tec tgc aag get 144 
Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

tct gga tac acc ttc acc ggc tac tat atg cac tgg gtg cga cag gcc 192 
Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

cct gga caa ggg ctt gag tgg atg gga tgg ate aac cct aac agt ggt 240 
Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

ggc aca aag tat gca cag aag ttt cag ggc agg gtc acc atg acc agg 288 
Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

gac acg tec ate age aca gcc tac atg gag ctg age agg ctg aga tct 336 
Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

gac gac acg gcc gtg tat tac tgt gcg aga gga tac gat att ttg act 384 
Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

ggt tat ggc tgg ttc gac ccc tgg ggc cag gga acc ctg gtc acc gtc 432 
Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 



tec tea ggt ggt ggt ggt teg ggt ggt ggt ggt teg ggt ggt ggc gga 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 



480 



WO 2004/048571 
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teg gac ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg 528 
Ser Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu 
165 170 175 

ggc gag agg gee acc ate aac tgc aag tec age cag agt gtt tta tac 576 
Gly Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr 
180 185 190 

age tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga 624 
Ser Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly 
195 200 205 

cag cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg 672 
Gin Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly 
210 215 220 

gtc cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc 720 
Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu 
225 230 235 240 

ace ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag 768 
Thr He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin 
245 250 255 

caa tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa 816 
Gin Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu 
260 265 270 

ate aaa cgt cgt gaa ttc gac tac aag gat gac gac gat aag tga 861 
He Lys Arg Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 285 



<210> 184 
<211> 286 
<212> PRT 
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<213> Homo sapiens 
<400> 184 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 



Ser Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu 
165 170 175 
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Gly Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr 
180 185 190 

Ser Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly 
195 200 205 

Gin Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly 
210 215 220 

Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu 
225 230 235 240 

Thr He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin 
245 250 255 

Gin Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu 
260 265 270 

He Lys Arg Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 285 



<210> 185 

<2U> 846 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(846) 

<223> 

<400> 185 

atg aaa tac ctg ctg ccg acc get get get ggt ctg ctg etc etc get 48 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 
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gcc cag ccg gcg atg gcc atg gcc cag gtg cag ctg gtg cag tct ggg 96 
Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

get gag gtg aag aag cct ggg gcc tea gtg aag gtc tec tgc aag get 144 
Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

tct gga tac acc ttc acc ggc tac tat atg cac tgg gtg cga cag gcc 192 
Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

cct gga caa ggg ctt gag tgg atg gga tgg ate aac cct aac agt ggt 240 
Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

ggc aca aag tat gca cag aag ttt cag ggc agg gtc acc atg acc agg 288 
Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

gac acg tec ate age aca gcc tac atg gag ctg age agg ctg aga tct 336 
Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

gac gac acg gcc gtg tat tac tgt gcg aga gga tac gat att ttg act 384 
Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

ggt tat ggc tgg ttc gac ccc tgg ggc cag gga acc ctg gtc acc gtc 432 
Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 



tec tea ggt ggt ggt ggt teg ggt ggt ggt ggt teg ggt ggt ggc gga 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 



480 
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teg gaa att gtg ctg act cag tct cca ggc acc ctg tct ttg tct cca 528 
Ser Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro 
165 170 175 

ggg gaa aga gec acc etc tec tgc aag gee agt cag agt ttt age age 576 
Gly Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser 
180 185 190 

aac tac tta gee tgg tac cag cag aaa cct ggc cag get ccc agg ctg 624 
Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu 
195 200 205 

etc ate tat ggt gca tec age agg gee act ggc ate cca gac agg ttc 672 
Leu He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe 
210 215 220 

agt ggc agt aaa tct ggg aca gac ttc act etc acc ate age aga ctg 720 
Ser Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu 
225 230 235 240 

gag cct gaa gat ttt gca gtg tat tac tgt cag cag tat gtt acc tea 768 
Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser 
245 250 255 

ccg tac act ttt ggc cag ggg acc aag gtg gag ate aaa cgt cgt gaa 816 
Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Arg Glu 
260 265 270 

ttc gac tac aag gat gac gac gat aag tga 846 
Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 



<210> 186 
<211> 281 
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136/141 

<212> PRT 

<213> Homo sapiens 

<400> 186 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
1 5 10 15 

Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 



Ser Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro 
165 170 175 
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Gly Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser 
180 185 190 

Asn Tyr Leu Ala Tip Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu 
195 200 205 

Leu He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe 
210 215 220 

Ser Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu 
225 230 235 240 

Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser 
245 250 255 

Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Arg Glu 
260 265 270 

Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 



<210> 187 

<211> 852 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(852) 

<223> 

<400> 187 

atg aaa tac ctg ctg ccg acc get get get ggt ctg ctg etc etc get 48 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
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15 10 15 

gcc cag ccg gcg atg gcc atg gcc cag gtc cag ctg gtg caa tct ggg 96 
Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

gga ggc ttg gtc cag cct ggg ggg tec ctg aga etc tec tgt gca gcc 144 
Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala 
35 40 45 

tct gga ttc acc ttt agt age tat tgg atg agt tgg gtc cgc cag get 192 
Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val Arg Gin Ala 
50 55 60 

cca ggg aag ggg ctg gag tgg gtg gcc aac ata aag caa gat gga agt 240 
Pro Gly Lys Gly Leu Glu Trp Val Ala Asn He Lys Gin Asp Gly Ser 
65 70 75 80 

gag aaa tac tat gtg gac tct gtg aag ggc cga ttc acc ate tec aga 288 
Glu Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg 
85 90 95 

gac aac gcc aag aac tea ctg tat ctg caa atg aac acc ctg aga gcc 336 
Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gin Met Asn Thr Leu Arg Ala 
100 105 110 

gag gac acg get gtg tat tac tgt gcg aga gat cgt ttg tgg acc cag 384 
Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Leu Trp Thr Gin 
115 120 125 

ggg ttt ttt gac tac tgg ggc cag gga acc ctg gtc acc gtc tec tea 432 
Gly Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
130 135 140 

ggt ggt ggt ggt teg ggt ggt ggt ggt teg ggt ggt ggc gga teg gac 480 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp 
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145 150 155 160 

ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg ggc gag 528 
He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu 
165 170 175 

agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age tec 576 
Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser Ser 
180 185 190 

aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag cct 624 
Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Pro 
195 200 205 

cct aac ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc cct 672 
Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro 
210 215 220 

gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc ate 720 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He 
225 230 235 240 

age age ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa tat 768 
Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin Tyr 
245 250 255 

tat act act ccg tgg acg ttc ggc caa ggg acc aag gtg gaa ate aaa 816 
Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
260 265 270 

cgt gaa ttc gac tac aag gat gac gac gat aag tga 852 
Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 



<210> 188 



1 4 0/1 4 1 

<211> 283 
<212> PRT 
<213> Homo sapiens 

<400> 188 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala 
35 40 45 

Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Lys Gly Leu Glu Trp Val Ala Asn He Lys Gin Asp Gly Ser 
65 70 75 80 

Glu Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg 
85 90 95 

Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gin Met Asn Thr Leu Arg Ala 
100 105 110 

Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Leu Trp Thr Gin 
115 120 125 

Gly Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
130 135 140 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp 
145 150 155 160 



He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu 
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165 170 175 

Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser Ser 
180 185 190 

Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Pro 
195 200 205 

Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro 
210 215 220 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He 
225 230 235 240 

Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin Tyr 
245 250 255 

Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
260 265 270 



Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 
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